We recently described Legionella birminghamensis as the 40th serogroup and 24th species of the genus based on slide agglutination and DNA hybridization studies (8) . It was the 13th Legionella species documented by culture to be pathogenic for humans. In this report, we describe a new Legionella species, Legionella cincinnatiensis, that was isolated from the left lung of a hemodialysis patient with pneumonia.
CASE REPORT
The patient was a 24-year-old male who was admitted to the University Hospital in Cincinnati on 15 June 1982 for an elective kidney transplant. He had end-stage renal disease secondary to focal glomerulonephritis, which began as a nephrotic syndrome in 1975. In 1976, the patient received an unsuccessful renal transplant from his sister. Renal vein thrombosis was the apparent cause of failure. In 1979, he had a subtotal parathyroidectomy for secondary hyperparathyroidism. The patient received hemodialysis for 7 years; in year 7 it was conducted at home three times a week. During this time, he received no immunosuppressive therapy.
At the time of the present admission, the patient was asymptomatic, and his physical examination was unremarkable. Routine chest roentgenograph films revealed a nodular density in the lower lobe of the left lung. The buffer was omitted for the determination of autofluorescence, and cysteine was omitted for the determination of cysteine requirement (7) . Physiologic tests for catalase, gelatinase, oxidase, urease, P-lactamase, hippurate hydrolysis, nitrate reduction, glucose fermentation, flagellae, autofluorescence, and browning of tyrosine-supplemented agar were done as described previously (2) . Cellular fatty acids. Three separate batches of strain 72-OH-H were analyzed for cellular nonhydroxy, monohydroxy, and dihydroxy fatty acids by gas-liquid chromatography with two separate fatty acid liberation methods (4, 5, 8) . Fatty acid profiles were adjusted for the relative molar response of each component, and relative abundance was calculated with the most abundant fatty acid in each class being considered equal to 100.
Slide agglutination test. Strain 72-OH-H was tested with antisera to all previously characterized Legionella species (n = 24) and serogroups (n = 40) (7, 8) . Antiserum to strain 72-OH-H was prepared, tested, and absorbed as described previously (6) .
DNA studies. The preparation and labeling of DNA and the hydroxyapatite method for DNA hybridization have been described previously (1, 8) . DNA hybridization was done at 60°C and, for some strains, at 75°C. The G+C content of strain 72-OH-H was determined in a spectrophotometer by thermal denaturation (3). Unlabeled DNA was prepared from type strains of ail Legionella species except Legionella anisa, Legionella erythra, Legionella cherrii, and Legionella steigerwaltii. DNA from these four species was at least 50% related to DNA from the species that were tested.
RESULTS
Growth characteristics and biochemical tests. Strain 72-OH-H was typical of Legionella species in its failure to grow on buffered charcoal-yeast extract agar without cysteine. No autofluorescence was observed when the organism was exposed to long-wave (365-nm) UV light, in contrast to the original observation of yellow-green fluorescence. Autofluorescence is a characteristic known to vary with different growth conditions (7) . Physiologic test results for strain 72-OH-H were negative for nitrate reduction, urease, oxidase, glucose fermentation, and hippurate hydrolysis and positive for catalase, browning of tyrosine-supplemented agar, gelatinase, and ,-lactamase. The organism had a single polar flagellum.
Cellular fatty acid analysis. Gas-liquid chromatographic profiles of strain 72-OH-H revealed the presence of nonhydroxy and 3-hydroxy fatty acids in a molar ratio of approximately 9:1. No 2,3-dihydroxy fatty acids were found. The fatty acids detected, in order of relative abundance, and their moles percent composition in each class are shown in Table   1 .
Slide agglutination test. When tested with antisera to the 24 species and 40 serogroups previously described, strain 72-OH-H reacted only with Legionella sainthelensi antiserum at an agglutination strength of 2+. Strain 72-OH-H antiserum at the optimal working dilution of 1:8 agglutinated the 72-OH-H antigen 4+ and cross-reacted 4+ with Legionella santicrucis, 2+ with L. sainthelensi, and 1+ with Legionella is consistent with the degree of DNA relatedness between these three species (38 to 64%) (2) , with their fatty acid profiles (5) , and with the serologic cross-reactions observed with them (6 
